) CAEAGHE ARGC Hsap NM_001923 125 111 0 OK
T—lATCCTT. THICCA- - - - - - GCA Mmus NM_015735 12 111 1 OK
1101.056 GTE CATMET Ggal chr5_ 53229366 53229936 111 0 OK
TG T GGG T - - - A C ATTG! Hsap NM_002750 i06 11 2 2 OK
p
TG TRECCG T - - 2 ; NdeF| Mmus NM_016700 i07 11 2 2 OK
1101.062 ; A Ggal chr6_17436831_17439489 111 2 oK
fooe L 108 Hiig
Mmus NM_| io0 OK
1101.063 Ggal chr4 44097240 44104143 111 0 OK
CCA% Hsap NM_| ggﬁggg 107 %% 1 é OK
Mmus NM_| io0 OK
1101.065 AICC GINAE Ggal chré_522520 522984 01 2 2 OK?
Hsap NM_003145 103 11 1 0 OK
p
Mmus NM_025448 102 111 0 OK
1101.067 Ggal chrUn_96932473_96933034 111 2 oK
Moo NM003365 111 o110 ok
Mmus NM_| i OK
1101.069 Ggal chrl5_660173_660807 10 2 0 OK
Hsap NM_003757 103 11 1 1 oK
g 018799 103
Mmus NM_018799 i 1111 0K
1101.072 Ggal chr23_1073072_1073801 1111 0K
teze e sosans 502 iy
Mmus NM_| i OK
1101.074 Ggal chr9_17034817_17035724 11 2 2 OK
Hsap NM_004595 i06 11 3 0 OK
Mmus NM_009214 106 01 2 1 OK?
0092 06_ 2
Mmus NM_| 14 i fixed 11 1 OK
1101.075 Ggal chrl_75870459_75871073 112 1 oK
6T CTATCCTT TSI G Clekriis Hsap NM_004632 105 111 1 OK
CTTCTTTGTATCCTT ThRAT CINE Mmus NM_022994 01 1 1 OK
1101.077 GhiGA CTATCRT T T/chiohiC Nt Ggal chrE26C13_. 82869 83508 01 1 0 OK
Hsap NM_006598 i23 111 1 OK
Mmus NMDO11390 123 310K
Ggal chrll_3397409_339 11 OK
1101.097 Ggal chr20_10116442_10116901 1110 oK
Hsap NM_006773 113 11 3 1 OK
Mmus NMD025860 112 11 3 0 OK
Ggal chr7_7737371_773825 1111 0K
1101.101 Ggal chr7-7737371°7738259 1111 oK
Hsap NM_014060 104 11 3 2 OK
e Mmus NM_026902 10 111 2 OK
1101.111 “T[ETTGTTCTATCCT THl 3 CCILT E : A Ggal chrd 74501311 _74502503 11 1 2 OK
Hsap NM_014845 107 11 2 1 OK
p
Mmus NM_133999 107 111 2 OK
1101.114 Ggal chr3_43399277_43401571 11 11 0K
Hsap NM_014970 107 11 1 0 OK
Mmus NM_010629 107 111 0 OK
1 chr8_4995386_4996027 1110
Ggal chr OK
1101.116 Ggal chrUn_76644081_76644723 11 1 0 OK
Hsap NM_015336 i10 11 1 0 OK
Mmus NMT172554 110 0110 oKz
Mmus NM_172554 i10_fixed 111 0 OK
1101.119 Ggal chrl_35064335_35071988 11 1 0 OK
Hsap NM_018052 108 11 1 2 OK
p
Mmus NM_146216 108 111 2 OK
1101.132 Ggal chrll_1581346_1581798 111 2 oK
Hsap NM_018052 116 11 1 0 OK
i B S
Ggal chrll_| . OK?
1101.133 Ggal chrll-1617479°1619208_fixed 11 1 0 OK
Hsap NM_ 8%5%4(2) 115 %% % % OK
Mmus NM_| i OK
1101.136 Ggal chr4 34616973 34618289 11 2 1 oK
Hsap NM_018247 106 11 1 2 OK
p
Mmus NM_133718 106 11 2 2 OK
1101.138 Ggal chr3_79111988_79114287 10 2 0 OK
TATCTGILTT Hsap NM_021940 103 11 1 1 oK
p
Mmus NM_028534 103 1111 0K
1101.143 Ggal chr3._27688511_27692611 112 1 oK
Hsap NM_024561 i03 11 1 0 OK
Mmus NM_025832 103 111 0 OK
1101.150 R THTC T OO T Ggal chrl_158070247_158074115 112 0 OK
Hsap NM_030877 104 11 1 1 OK
p
Mmus NM_025680 104 111 0 OK
1101.163 Ggal chr20_3508778_3512132 111 0 OK
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NM_032327 105
NM_023740 i06
chr6_12423980_12424336

NM_152905 102
NM_008682 102
chrl_42833877_42835893

NM_152991 104
NM_021876 104
chrUn_146990432_146991
chrUn_97137162_9713809

NM_153354 105
NM_175187 i05
chrUn_156584238_156588825
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